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fer observed andmight inidcate the genetic burden of carrying high
molecular weight qnr-bearing plasmids.
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Background: Objectives: To describe the etiology, epidemiol-
gy, neurological sequelae, and quality of life of children aged one
onth to less than 5 years admittedwithmeningitis to the Colonial
ar Memorial Hospital (CWMH), Suva, Fiji.
Methods: Over a 3 year period, all eligible children with sus-
ectedmeningitis admitted to CWMHhad blood drawn for culture.
f these, those who could were tested for a four-fold rise in
ntibody titers to Haemophilus inﬂuenzae type b (Hib) and pneu-
ococcal surface adhesin A (PsaA). Cerebrospinal ﬂuid (CSF) was
aken for bacteriological culture and antigen testing. CSF was
lso tested by PCR for Streptococcus species, Neisseria meningitidis,
ib, Mycobacterium tuberculosis, and enterovirus. Pneumococcal
solates were serotyped using multiplex-PCR reverse-line blot
ybridization. Followingdischarge, casesunderwent aneurological
ssessment, audiometry, and quality of life assessment (Pediatric
uality of Life Inventory tool).
Results: There were 70 meningitis cases. Meningitis was more
ommon in Indigenous Fijian than Indo-Fijian children. Enterovirus
as the commonest etiological agent and appeared to be outbreak
ssociated. S. pneumoniae was the most common bacterial cause
f meningitis with an annual incidence of 9.9 per 100,000 under 5
ears old (95% CI 4.9-17.7) and a case fatality rate of 36%. With the
xception of deafness, neurological sequelae were more frequent
n cases of bacterial meningitis than in viral meningitis (18.5% vs
%, p =0.04). Quality of life at follow up was signiﬁcantly lower in
atients with bacterial meningitis than in those with viral menin-
itis (p =0.003) or meningitis of unknown etiology (p=0.004).
Conclusion:During the study period an outbreak of enterovirus
ccurred making it the most common etiological agent identiﬁed.
owever in theabsenceof this outbreak, S. pneumoniawas the com-
onest cause of childhood meningitis in Fiji. Bacterial meningitis
s associated with serious sequelae and a reduced quality of life.
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Qnr prevalence and associated class I integrons among qnr-
positive ﬂuoroquinolone-resistant Escherichia coli in Jamaica
S. Stephenson, P. Brown ∗
University of the West Indies, Kingston, Jamaica
Background: Quinolone resistance commonly caused by chro-
mosomal mutations has more recently been found associated with
plasmid-mediated qnr genes. The objective of this study was to
examine the prevalence of the qnr genes, analyse the polymor-
phisms of associated integrons and determine qnr transferability
among clinical isolates of Escherichia coli in Jamaica.
Methods: A total of 126 Escherichia coli non-duplicate
ﬂuoroquinolone-resistant clinical isolates from hospitalized
patients in Jamaica were screened by PCR for the qnr genes; 46%
harboured either qnrA, qnrB and/or qnrS. These isolates were ana-
lysed for the presence and variation of class I and II integrase genes,
5’- and 3’- conserved segments and the Orf513 recombinase gene
by primer-speciﬁc PCR and RFLP. Further investigation included
conjugation experiments utilizing seven qnr-positive isolates as
donor and sodium azide-resistant J53 E.coli as the recipient with
sodium azide and antimicrobial resistance as selection criteria.
Results: Analysis indicated integron-encoded integrases in 93%
of isolates primarily harbouring class 1 integrase genes 91.4%
(53/58) respectively, while four isolates carried both class. Addi-
tionally, the Orf513 and 5’- and 3’-CS regionswere identiﬁed in 83%
and 55% of the isolates, respectively. RFLP evaluation of the 5’- and
3’-CS regions in int1-positive strains separated the organisms into
three main types. Plasmid sizes varied from approximately 2.5 to
≥ 21kb. The in-vitro transfer of plasmid-mediated quinolone resis-
tance by conjugation was unsuccessful among the isolates tested.
Conclusion: The emergence of qnr-mediated quinolone resis-
tance and associated class I integrons among clinical E.coli isolates
has been reported for the ﬁrst time in the English-speaking
Caribbean. The reduced diversity but wide dissemination of class
I integrons harbouring qnr genes among bacteria may give rise to
the conservation of the mobile genetic elements in which they are
carried. Given that qnr genes usually confer low-level quinolone
resistance, the absence of qnr-mediated ﬂuoroquinolone resistance
among transconjugants may explain the reduced level of qnr trans-
